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1. Salad bow

2. black seeded simpson

3. slaeetuecle uimes

4. viceoria cle santo bueler head

5. Victoria cle San to butler nead

6. kanoo cos

7.

8.

9.Black seeded Simpson

10.Black Seeded Simpson

11.Black seeded simpson

91 24

90 10 30 11 2

90 12 20 91 1 4

9 LG431

14 LG418

LG1795 LG462 LG416 LG463
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90 10

30 12 20

4 1 14

18 6 43
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Cucumis sativus L.
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99



33

3-10

30 A15-01 A31-

01 A10-01 A16-04 25

A40-01

1~2 5

A31-01 6 5

A40-01 0.5

4.0~4.7

5 A10-01

A16-04 32~38

A15-01 A31-01 40~41

A40-01

5

A31-01>A10-01>A15-

01>A16-04>A40-01
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