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F— 22 AZAFEARAREY 6 @ SNP 2552 ERALFIER

LS WM_SNP_ | WM_SNP_ | WM_SNP_
4.2 4.3 4.5
AP2111 T A A C A G
Cby F T G A C A A
D27 C A G T A G
Fry 1w C A G C A G
Harris cs C G G T G A
ITLO04 CS T A G C A A
LS20 C A G C G G
M1015 T A G C G A
M556-2F C A G T G G
RA108 C G G C G A
RB308 C G G T A G
uc12 T G A T G G
ucs C G G T A A
uc4 C G A C A G
ucs C G A C G G
uK48 C A A C A G
UK75 T G G T A G
UK76 C G A T A G
WT1 T A A C G A
WT41 bb T A A T A G
YVR as T G G T G A
HJE, F8 T G A C A G
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